Experimental research

Bioinformatics analysis and experiments identify CD74 as a potential immune target in ovarian carcinoma
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Scale Free Topology Model Fit,signed R"2

Bioinformatics analysis and experiments identify CD74 as a potential immune target in ovarian carcinoma

Scale independence Mean connectivity
o
3 4 & 1
o | 3
o S
~ N
S 7 2
2 o
© _ 9 © T
P g 2
5
0
° 13 % ‘8 |
9401112 20 o
ér_ | 67 8 Y10 141516171819 S
® | ° 81 2
o
~N 3 4
o |1 o — 56 7 8 91011121314151617181920
T | T T T T | T
5 10 15 20 5 10 15 20
Soft Threshold (power) Soft Threshold (power)
Supplementary Figure S3.
Arch Med Sci 3



Transcript per million

Transcript per million

Transcript per million

Yixin Zhang, Xinhui Zhang, Li Zhang, Yuli Zhao, Sen Wang, Li Feng

Expression of CD74 in OV based on individual cancer stages

Expression of CD74 in OV based on patient's race
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