
Supplementary material 

 
Single cell sequencing reveals heterogenicity of differential gene expression 

and altered interactome in post-ischemic mouse brain cells 
 

 

 
 

 
 



 
 



 
 
 



 
 



 
 





 
 
 
 
 



 
 
 
 

 
 
 





 
 
 
 
Supplementary Figure S1. Differential gene expression – cell groups  
 
 
 
 
 
 
 
 
 
 



 
 
Supplementary Table SI. Network analysis – data 
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