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Supplementary Figure S1. Identification of differentially expressed genes (DEGs) in glioma samples. A—D — DEG screening of The Cancer Genome Atlas (TCGA)-glioma dataset (A), GSE12657 dataset (B),
GSE16011 dataset (C), and GSE41031 dataset &DS)ERed represents up-regulated DEGs, and purple refresents down-regulated DEGs. E, F — Cross-analysis was performed on the up-regulated DEGs and down-

regulated DEGs of the TCGA-glioma data set, 12657 data set, GSET6011 data set, and GSE41031 data set, respectively






